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KARYOTYPING OF MEADOW FESCUE
Chromosome 1 2 3 4 5 6 7

Size (Mbp) 373 485 499 543 403 394 484
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Sorting time No. chrs. Applications
<1 min — 102 Physical mapping using PCR
2 min —— 103 Cytogenetic mapping

60 min 10% Development of DArT markers

Isothermal DNA amplification for:
Mapping on DNA microarrays

1 day 105 Shotgun sequencing
Development of DNA markers

De novo shotgun sequencing

6 weeks 106 : :
BAC libraries
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contigs 4,057,786
min bp 72
max bp 15,919
average 125.5
L50 132
# bp 509,357,265
GC-content [%] 42.58
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festuca 4f vs brachy
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festuca 4f vs rice
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festuca 4f vs_sorghum
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festuca 4F vs barley
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